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Human Cell Line Identification Report 

Requester 臺北醫學大學 Receive Date 2024.03.28 

Trustee 李嘉華/謝筱巧 Report Date 2024.03.29 

Sample Type □Human Cell Line   ■Human gDNA      

Analysis Type □Comparison between samples   ■Comparison with DSMZ database 

Sample Name K562 

Note  

 Workflow： 

 

⚫ DNA Extraction：Use DNeasy Blood & Tissue Kit（QIAGEN, 69504）to perform DNA extraction and 

purification. The detail operation procedure refer kit’s User Manual. 

⚫ Multiplex PCR：Use AmpFLSTR™ Identifiler™ Plus PCR Amplification Kit (ThermoFisher, 4427368 )。The 

Kit can amplified 16 human STR gene loci. The detail operation procedure refer kit’s User Manual. 

⚫ Fluorescent Capillary Electrophoresis：The STR PCR product were analyzed with DNA Analyzer 3730XL. 

⚫ Data Analysis with GeneMapper v4.0  

⚫ STR profiling analysis with DSMZ database。 

 Result： 

◼ STR loci genotype ： 

Locus Name D5S818 D13S317 D7S820 D16S539 vWA TH01 AMEL TPOX CSF1PO 

Allele genotype 11.12 8.8 9.11 11.12 16.16 9.3.9.3 XX 8.9 9.10 

 

◼ STR loci genotype comparison result： 

◆ Matching Algorithm description： 

⚫ The human STR profile database includes data sets of 2455 cell lines from ATCC, DSMZ, JCRB and RIKEN. 

⚫ The similarity score is calculated.  
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⚫ Results highlighted in green are usually authentic as long as the cells do not carry a deficiency in DNA mismatch 

repair (MMR). Results highlighted in yellow indicate a distant relationship when there is a drift of STR alleles in 

MMR-negative cell lines. Clearly incorrect cell lines are present when the background is red. 

 

◆ Conclusion： 

          Base on comparison with DSMZ database, this human cell line was highly identical with 

 

⚫ K562/Vin（Source：RCB2111）（Similarity 100%） 

     

  

 

 

    

 

 

 

 

 

 

 Ref1: STR loci genotype result 

 

 

     技術人員 :陳柏翰                                         實驗室主管: 
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